Active Motif
MODified™ Histone Peptide Array*
Catalog Nos. 13001 & 13005

Modification Peptide

number  location Peptide sequence to array
1 Al ARTKQTARKSTGGKAPRKAQ >
2 A2 AR®2s TKQTARKSTGGKAPRKAQ >
3 A3 ARB2a TKQTARKSTGGKAPRKAQ >
4 A4 ACt TKQTARKSTGGKAPRKAQ >
5 A5 ARPTKQTARKSTGGKAPRKQ >
6 A6 ARTKelIQTARKSTGGKAPRKAQ >
7 A7 ARTKe2 QTARKSTGGKAPRKAQ >
8 A8 ARTKm3IQTARKSTGGKAPRKAQ >
9 A9 ARTKac QTARKSTGGKAPRKDQ >
10 Al0 ARTKQTAR®2s KSTGGKAPRKAQ >
11 All ARTKQTAR®E2a KSTGGKAPRKAQ >
12 Al2 ARTKQTACGCGt KSTGGKAPRKAQ >
13 Al3 ARTKQTARKm®elISTGGKAPRKAQ >
14 Al4 ARTKQTARKm®2 STGGKAPRKAQ >
15 Al5 ARTKQTARKm3ISTGGKAPRKAQ >
16 Al6 ARTKQTARKac STGGKAPRKQ >
17 Al7 ARTKQTARKPSTGGKAPRKQ >
18 Al8 ARTKQTARKSpPTGGKAPRKQ >
19 Al9 ARTKQTARKSTGGKac APRKQ >
20 A20 ARm®2s pTKQTARKSTGGKAPRKAQ >
21 A21 ARm®2s TKeel QTARKSTGGKAPRKDQ >
22 A22 ARm®2s TKe2 QTARKSTGGKAPRKQ >
23 A23 ARm®2s TKme3 QTARKSTGGKAPRKQ >
24 A24 A Rm®2s TKac QTARKSTGGKAPRKQ >
25 Bl AR2a pTKQTARKSTGGKAPRKAQ >
26 B2 ARm2a TKmel QTARKSTGGKAPRKDQ >
27 B3 ARm2a TKme2 QTARKSTGGKAPRKDQ >
28 B4 ARm2a TKme3 QT ARKSTGGKAPRKQ >
29 B5 ARm2a TKac QTARKSTGGKAPRKAQ >
30 B6 ACt pTKQTARKSTGGKAPRKAQ >
31 B7 ACt TKnel QTARKSTGGKAPRKAQ >
32 B8 ACt TKne2 QTARKSTGGKAPRKAQ >
33 B9 ACt TKme3 QTARKSTGGKAPRKAQ >
34 Bl10 ACt TKac QTARKSTGGKAPRKAQ >
35 BllT, ARpPT Kl QTARKSTGGKAPRKAQ >
36 Bl2 ARpPT K2 QTARKSTGGKAPRKAQ >
37 Bl13 ARpPTKe3 QTARKSTGGKAPRKAQ >
38 Bl4 ARpPT Kac QTARKSTGGKAPRKQ >
39 Bl5 A Rme2s pT Knel QTARKSTGGKAPRKQ >
40 Bl6 A Rme2s pT Kme2 QTARKSTGGKAPRKQ >
41 Bl7 A Rme2s pTKme3 QTARKSTGGKAPRKQ >
42 Bl18 A Rme2s pT Kac QTARKSTGGKAPRKQ >
43 Bl19 A Rme2a pT Kmel QTARKSTGGKAPRKQ >
44 B20 A Rme2a pT Kme2 QTARKSTGGKAPRKQ >
45 B21 A Rme2a pT Ke3 QTARKSTGGKAPRKQ >
46 B22 A Rme2a pT Kac QTARKSTGGKAPRKQ >
47 B23 ARTKQTARm®2a Knel STGGKAPRKQ >
48 B24 ARTKQTARm®2a Kne2 STGGKAPRKQ >
49 Cl ARTKQTARm®2a Kne3 STGGKAPRKAQ >
50 C2 ARTKQTARm2a Kac STGGKAPRKQ >
51 C3 ARTKQTARm®2a KpSTGGKAPRKQ >
52 C4 ARTKQTARm®m2a KSpT GGKAPRKQ >
53 C5 ARTKQTARm®2a Knel STGGKAPRKAQ >
54 C6 ARTKQTARm®2a Kne2 STGGKAPRKAQ >
55 C7 ARTKQTARm®2a Kne3 STGGKAPRKAQ >
56 C8 ARTKQTARm2a Kac STGGKAPRKQ >
57 C9 ARTKQTARm®2a KpSTGGKAPRKQ >
58 Cl0 ARTKQTARm®m2a KSpT GGKAPRKQ >
59 Cll ARTKQTACTt Kmel STGGKAPRKQ >
60 Cl2 ARTKQTACt Kne2 STGGKAPRKQ >
61 Cl13 ARTKQTACt Kek3 STGGKAPRKQ >
62 Cl4 ARTKQTACt Kaec STGGKAPRKQ >
63 Cl5 ARTKQTACt KpSTGGKAPRKAQ >
64 Cl6 ARTKQTACt KSpTGGKAPRKAQ >
65 Cl7 ARTKQTARK®LIpSTGGKAPRKQ >
66 Cl8 ARTKQTARKm®1I SpTGGKAPRKQ >
67 Cl9 ARTKQTARKm®LI ST GGKac APRKQ >
68 C0 ARTKQTARK®2pSTGGKAPRKQ >
69 C1 ARTKQTARKM®2 SpTGGKAPRKQ >
70 C2 ARTKQTARKM®2 STGGKac APRKQ >
71 C23 ARTKQTARK®E3IpPSTGGKAPRKQ >
72 C4 ARTKQTARK®3 SpTGGKAPRKQ >
73 D1 ARTKQTARKm®3ISTGGKac APRKQ >
74 D2 ARTKQTARKac pSTGGKAPRKQ >
75 D3 ARTKQTARKac SpTGGKAPRKQ >
76 D4 ARTKQTARKac STGGKac APRKQ >
77 D5 ARTKQTARKPSPpTGGKAPRKQ >
78 D6 ARTKQTARKPSTGGKac APRKQ >
79 D7 ARTKQTARKSPT GGKac APRKQ >
80 D8 ARTKQTARMm2s Knel pSTGGKAPRKQ >
81 D9 ARTKQTARMm2s Kne2 pSTGGKAPRKQ >
82 DI0 ARTKQTARm2s Ke3 pSTGGKAPRKQ >
83 DIl ARTKQTARm2s Kac pSTGGKAPRKQ >
84 D12 ARTKQTARm2s Knel SpTGGKAPRKQ >
85 DI3 ARTKQT ARm2s Kne2 SpTGGKAPRKQ >
86 D14 ARTKQTARm2s Ke3 SpT GGKAPRKQ >
87 DI5 ARTKQTARm®2s Kac SpTGGKAPRKQ >
88 DI6 ARTKQTARm2a Knel pSTGGKAPRKQ >
89 D17 ARTKQT A Rme2a Kne2 pSTGGKAPRKQ >
90 DI8 ARTKQTARme2a Kme3 pSTGGKAPRKQ >
91 DI9 ARTKQTARme2a Kac pSTGGKAPRKQ >
92 D20 ARTK QT A Rme2a Knel SpT GGKAPRKQ >
93 D21 ARTKQT A Rme2a Kne2 SpT GGKAPRKQ >
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Modification Peptide
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Active Motif
MODified™ Histone Peptide Array*
Catalog Nos. 13001 & 13005

Peptide sequence

K QT A Rme2a Kne3 S pT GGK AP RKQ
KQTA Rm2a Kac S pTGGK AP RKQ
K QT A Rmre2a Knel pS pT GGKAPRKAQ
K QT A Rme2a Kne2 pS pT GGKAPRKAQ
K QT A Rmre2a Kne3 pS pT GGKAPRKAQ
K QT A Rmre2a Kac pS pT GGK AP RK Q
Kmel QT AR2s KSTGGKAPRKAQ
Kme2 QT AR2s KSTGGKAPRKAQ
Kme3 QT ARe2s KSTGGKAPRKAQ
Kac QT ARme2s KSTGGKAPRKAQ
Kmel QT AR2a KSTGGKAPRKAQ
Kme2 QT ARe2a KSTGGKAPRKAQ
Kme3 QT AR2a KSTGGKAPRKAQ
Kac QT ARe2a KSTGGKAPRKAQ
Kmel QT ARKmel STGGKAPRKAQ
Kme2 QT ARKmel STGGKAPRKAQ
Kme3 QT ARKmel STGGKAPRKAQ
Kac QT ARKmel STGGKAPRKAQ
Kmel QT ARKme2 STGGKAPRKAQ
Kme2 QT ARKme2 STGGKAPRKAQ
Kme3 QT ARKme2 STGGKAPRKAQ
Kac QT ARKme2 STGGKAPRKAQ
Kmel QTARKme3 STGGKAPRKAQ
Kme2 QT ARKme3 STGGKAPRKAQ
Kme3 QT ARKme3 STGGKAPRKAQ
Kac QT ARKme3 STGGKAPRKAQ
Kmel QTARKac STGGKAPRKAQ
Kme2 QT ARKac STGGKAPRKAQ
Kme3 QT ARKac STGGKAPRKAQ
Kac QTARKac STGGKAPRKAQ
Kmel QT ARme2s Kmel STGGKAPRKAQ
Kme2 QT ARme2s Kmel STGGKAPRKAQ
Kme3 QT A Rme2s Kmel STGGKAPRKAQ

Kac Q T ARme2s Knel STGGKAPRKAQ
Kmel QT A Rme2a Kmel ST GG K
Kme2 QT A Rme2a Kmel ST GG K
Kme3 QT A Rme2a Kmel ST G G K
Kac Q T ARmre2a Knrel STGGKAPRKAQ
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Kmel QT ARme2s Kme2 STGGKAPRKAQ
Kme2 QT ARme2s Kme2 STGGKAPRKAQ
Kme3 QT A Rme2s Kme2 STGGKAPRKAQ

Kac Q T ARme2s Kne2 STGGKAPRKAQ
Kmel Q T A Rme2a Kne2 S
Kme2 Q T A Rme2a Kne2 S
Kme3 Q T A Rme2a Kne2 S
Kac Q T A Rmre2a Ke2 STGGKAPRKAQ
Kmel Q T A Rme2s Kne3 S
Kme2 Q T A Rme2s Kne3 S
Kme3 Q T A Rme2s Kne3 S
Kac Q T ARme2s Ke3 STGGKAPRKAQ
Kmel QT A Rre2a Kme3 ST GGK A PR
Kme2 QT A Rre2a Kme3 ST GGKAPR
Kme3 QT A Rre2a Kme3 ST GGK A PR
Kac Q T A Rre2a Knme3 S
Kmel Q T A Rme2s Kac S
Kme2 Q T A Rme2s Kac S
Kme3 Q T A Rme2s Kac S
Kac Q T ARme2s Kac STGGKAPRKQ
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Kmel QT A Rme2a Kac STGGKAPRKAQ

Kme2 QT A Rme2a Kac STGGKAPRKAQ

Kme3 QT A Rme2a Kac STGGKAPRKAQ

Kac Q T A Rre2a Kac STGGKAPRKQ
Kmel QT A Rme2s Kmel STGGKAPR
Kme2 QT A Rme2s Kmel STGGKAPR
Kme3 QT A Rme2s Kmel STGGKAPR
Kac Q T ARme2s Knel STGGKAPRKAQ
Kmel QT ARme2s Knel STGGKAPRK
Kme2 QT ARme2s Knel STGGKAPRK
Kme3 QT A Rme2s Knel STGGKAPRK
Kac Q T ARme2s Krel STGGKAPRKAQ
Kmel QT A Rme2s Kme2 STGGKAPR
Kme2 QT A Rme2s Kme2 STGGKAPR
Kme3 QT A Rme2s Kme2 STGGKAPR
Kac Q T ARme2s Kne2 STGGKAPRKAQ
Kmel QT A Rme2s Kme2 STGGKAPR
Kme2 QT A Re2s Kme2 STGGKAPR
Kme3 QT A Rme2s Kme2 STGGKAPR
Kac Q T ARme2s Kne2 STGGKAPRKAQ
Kmel QT A Rme2s Kme3 STGGKAPR
Kme2 QT A Rme2s Kme3 ST GGKAPR
Kme3 QT A Rme2s Kme3 ST GGKAPR
Kac Q T ARme2s Ke3 STGGKAPRKAQ
Kmel QT A Rme2s Kme3 ST GGKAPR
Kme2 QT A Rme2s Kme3 ST GGKAPR
Kme3 QT A Rme2s Kme3 ST GGKAPR
Kac Q T ARme2s Ke3 STGGKAPRK
Kmel QT A Rme2s Kac STGGKAPRK
Kme2 QT A Rme2s Kac STGGKAPRK
Kme3 QT A Rme2s Kac STGGKAPRK
Kac Q T ARme2s Kac STGGKAPRKQ
Kmel QT A Rme2s Kac STGGKAPRK
Kme2 QT A Rme2s Kac STGGKAPRK
Kme3 QT A Rme2s Kac STGGKAPRK
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Rme2a Kac SAPATGG
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Active Motif
MODified™ Histone Peptide Array*
Catalog Nos. 13001 & 13005

Kac Q T A Rre2a Kac STGGKAPRKQ

Rre2a T Kac Q T A Rme2s Kac STGGKAPRK
Rme2s T Kmel Q T A Rne2a Kmel ST GGKAPR
Rme2s T Kme2 Q T A Rne2a Kmel STGGKAPR
Rme2s T Kme3 QT A Rne2a Kmel ST GGKAPR
Rre2s T Kac Q T A Rme2a Knel STGGKAPRKAQ
Rre2a T Kmel Q T A Rne2a Kmel ST GGKAPR
Rre2a T Kme2 Q T A Rne2a Kmel ST GGKAPR
Rre2a T Kme3 QT A Rne2a Kmel ST GGKAPR
Rre2a T Kac Q T A Rme2a Knel STGGKAPRKAQ
Rre2s T Kmel QT A Rne2a Kme2 ST GGK APR
Rme2s T Kme2 Q T A Rne2a Kme2 ST GGK APR
Rme2s T Kme3 QT A Rne2a Kme2 ST GGK APR
Rre2s T Kac Q T A Rme2a Kne2 STGGKAPRKAQ
Rre2a T Kmel QT A Rne2a Kme2 ST GGK APR
Rre2a T Kme2 Q T A Rne2a Kme2 ST GGK APR
Rre2a T Kme3 QT A Rne2a Kme2 ST GGK A PR
Rre2a T Kac Q T A Rme2a Kne2 STGGKAPRKAQ
Rme2s T Kmel QT A Rne2a Kme3 ST GGK A PR
Rme2s T Kme2 QT A Rne2a Kme3 ST GGK A PR
Rme2s T Kme3 QT A Rne2a Kme3 ST GGK A PR
Rre2s T Kac Q T A Rme2a Kne3 ST GGKAPRKAQ
Rre2a T Kmel QT A Rne2a Kme3 ST GGK A PR
Rre2a T Kme2 Q T A Rne2a Kme3 ST GGK A PR
Rre2a T Kme3 QT A Rne2a Kme3 ST GGK A PR
Rre2a T Kac Q T A Rmre2a Kne3 STGGKAPR
Rre2s T Kmel QT A Rne2a Kac STGGKAPR
Rre2s T Kme2 Q T A Rne2a Kac STGGKAPR
Rre2s T Kme3 QT A Rne2a Kac STGGKAPR

T

T

T

T

T

T

T

pelee)

Rme2a T Kmel Q T A Rme2a Kac STGGK AP RK Q
Rme2a T Kme2 Q T A Rme2a Kac STGGK AP RK Q
Rme2a T Kme3 Q T A Rme2a Kac STGGK AP RK Q
Rme2a T Kac Q T A Rme2a Kac STGGK AP RKQ
STGGKAPRKQLATKAAR
STGGKac APRKQLATKAAR
pPSTGGKac APRKQLATKAAR
TGGKac APRKQLATKAAR
KAPRm®2s KQLATKAAR
KAPRm®2a KQLATKAAR
KAPGt KQLATKAAR
KAPRKac QLATKAAR
Kac AP Rm2s KQL ATKAAR
Kac AP Rme2a KQL ATKAAR
Kac APRKac QL ATKAAR
KAPRm2s Kac QL ATKAAR
KAPRm2a Kac QL ATKAAR
KAPGt Kic QLATKAAR
Kac A P Rme2s Kac QL AT K A
QLATKA
TGG
PAT
PAT
ATG
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1-19

1-19

1-19

1-19

1-19

1-19

1-19

1-19

1-19

1-19

7-26

7-26

7-26

7-26

7-26

1-19

Modl  Mod2
R2ne2a Kd4ac
R2ne2s
R2ne2s
R2ne2s
R2ne2s
R2nme2a
R2nme2a
R2nme2a
R2nme2a
R2ne2s
R2ne2s
R2ne2s
R2ne2s
R2nme2a
R2nme2a
R2nme2a
R2nme2a
R2ne2s
R2ne2s
R2ne2s
R2ne2s
R2nme2a
R2nme2a
R2nme2a
R2nme2a
R2ne2s
R2ne2s
R2ne2s
R2ne2s
R2nme2a
R2nme2a
R2nme2a
R2nme2a
unnod
Kl4ac
Kl4ac
Kl4ac
R17me2s
Rl7me2a
R17Citr
Kl8ac
Kl4ac R17me2s
Kl4ac Rl7ne2a
Kl4ac Kil8ac
R17me2s Kl8ac
R17me2a Kl8ac
R17Citr Ki8ac
Kl4ac R17me2s Kl8ac
Kl4ac Rl7me2a Kl8ac
unnod
R26me2s
R26nme2a
R26Ci tr
K27mel
K27me2
K27me3
K27ac

S28P
R26me2s K27mel
R26me2s K27me2
R26me2s K27me3
R26me2s K27ac
R26me2s S28P
R26me2a K27mel
R26me2a K27me2
R26me2a K27me3
R26me2a K27ac
R26nme2a S28P
R26Ci tr K27nel
R26Ci tr K27ne2
R26Ci tr K27ne3
R26Ci tr
K27mel
K27me2
K27me3
K27ac
R26me2s K27mel
R26me2s K27me2
R26me2s K27me3
R26me2s K27ac
R26me2a K27mel
R26me2a K27me2
R26me2a K27me3
R26me2a K27ac
unnod

K36mel

K36me2

K36me3

K36ac

unnod

S1P

R3ne2s

R3ne2a

R8ne2s

Kaac

Kaac

Kdac

Kdac

Kdac

Kaac
Kanmel R8nme2a
Kanme2 R8nme2a
Kame3 R8nme2a
Kdac R8me2a
Kanmel R8nme2a
Kanme2 R8nme2a
Kame3 R8nme2a
Kdac R8me2a

S10P
T11P

S28P
S28P
S28P
S28P
S28P
S28P
S28P
S28P

K9ac

K4nmel R8nme2a K9nel
K4nme2 R8nme2a K9nel
K4nme3 R8nme2a K9nel
R8nme2a K9nel
K4nmel R8nme2a K9nel
K4nme2 R8nme2a K9nel
K4nme3 R8nme2a K9nel
R8nme2a K9nel
K4nmel R8nme2a K9me2
K4nme2 R8me2a K9me2
K4nme3 R8nme2a K9nme2
R8nme2a K9nme2
K4nmel R8nme2a K9me2
K4nme2 R8nme2a K9me2
K4anme3 R8nme2a K9nme2
R8nme2a K9nme2
K4nmel R8nme2a K9nme3
K4nme2 R8nme2a K9nme3
K4nme3 R8nme2a K9nme3
R8nme2a K9nme3
Kanmel R8nme2a K9me3
K4nme2 R8me2a K9nme3
K4nme3 R8nme2a K9nme3
R8nme2a K9nme3

K9ac
K9ac
K9ac
K9ac
K9ac
K9ac
K9ac
K9ac

Mod 3 Mod 4  N-terminus

free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
free
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
acetyl at ed
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acetyl at ed
acetyl at ed
free
free
free
free
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Modification Peptide

number  location
280 L16
281 L17
282 L18
283 L19
284 L20
285 L21
286 L22
287 L23
288 L24
289 M1
290 M 2
291 M3
292 M 4
293 M 5
294 M 6
295 M7
296 M 8
297 M 9
298 MLO
299 ML1
300 ML2
301 ML3
302 ML4
303 ML5
304 ML6
305 ML7
306 ML8
307 ML9
308 M0
309 M1
310 M2
311 M3
312 M4
313 N 1
314 N 2
315 N 3
316 N 4
317 N 5
318 N 6
319 N 7
320 N 8
321 N 9
322 N10
323 N11
324 N12
325 N13
326 N14
327 N15
328 N16
329 N17
330 N18
331 N19
332 N20
333 N21
334 N22
335 N23
336 N24
337 o1
338 02
339 03
340 04
341 o5
342 o6
343 o7
344 o8
345 09
346 o10
347 o11
348 012
349 o13
350 o14
351 015
352 016
353 o7
354 018
355 019
356 a0
357 1
358 @2
359 @3
360 4
361 P1
362 P2
363 P 3
364 P 4
365 P 5
366 P 6
367 P7
368 P8
369 P9
370 P10
371 P11
372 P12

MODified™ Histone Peptide Array*
Catalog Nos. 13001 & 13005

Peptide sequence

SGRGKac QGGKac ARAKac AKSRSS
pPS GRGKac QGG Kac ARAKac AKSRSS

PDPAKSAPAPKKGSKKAVT

PDPAKac SAPAPKKGSKKAVT
PDPAKSAPAPKEKac GSKKAVT
PDPAKSAPAPKKGpPSKKAVT

PDPAKSAPAPKKGSKac KAV T
PDPAKac SAPAPKKac GSKKAVT
PDPAKac SAPAPKKGpPSKKAVT
PDPAKac SAPAPKKGSKac KAV T
PDPAKSAPAPKEKac GpSKKAVT

Active Motif Modified™ Histone Peptide Array

SGRGKac GGKGLGKGGAKRHR
SGRGKGGKac GLGKGGAKRHR
SGRGKGGKGL GKac GGAKRHR
SGRGKGGKGLGKGGAKac RHR

pS GRme2s GKGGKGLGKGGAKRHR
pS GRme2a GKGGKGLGKGGAKRHR
PSGRGKac GGKGLGKGGAKRHR

S GRm2s GKac GGKGL GKGGAKRHR
SGRm2s GKGGKac GLGKGGAKRHR
S GRm2a GKac GGKGL GKGGAKRHR
S GRm2a GKGGKac GLGKGGAKRHR
SGRGKac GGKac GLGKGGAKRHR
SGRGKGGKac GL GKac GGAKRHR
SGRGKGGKac GLGKGGAKac RHR
SGRGKGGKGL GKac GGA Kac RHR

pS GRme2s GKac GGKGL GKGGAKRHR
pS GRne2a GKac GGK GL GKGGAKRHR
S GRm2s GKac GGKac GL GKGGAKRHR
S GRmr2a GKac GGKac GL GKGGAKRHR
SGRGKac GGKac GL GKac GGAKRHR
SGRGKGGKac GL GKac GG A Kac RHR
pS GRme2s GKac GGKac GL GKGGAKRHR
pS G Rne2a GKac GGKac GL GKGGAKRHR
S GRme2s GKac GGKac GL GKac GGAKRH
S GRme2a GKac GGKac GL GKac GGAKRH
S GRGKac GGKac GL GKac GG A Kac RHR
GKGGAKRHRKVLRDNI QGI T

GKac GGAKRHRKVLRDNI QGI T
GKGGAKac RHRKVLRDNI QGI T
GKGGAKRm®2s HRKVLRDNI QGI T
GKGGAKR®m2a HRKVLRDNI QGI T
GKGGAKRHRE2s KVLRDNI QGI T
GKGGAKRHRE22 KVLRDNI QGI T
GKGGAKRHRK®eLIVLRDNI QGI T
GKGGAKRHRKm®2VLRDNI QGI T
GKGGAKRHRKm®3VLRDNI QGI T
GKGGAKRHRKac VLRDNI QGI T
GKGGAKRHRKVLRe22DNI QGI T
GKGGAKRHRKVLRE2s DNI QGI T
GKac GGAKac RHRKVLRDNI QGI T
GKGGAKac Rme2s HRKVLRDNI QGI T
GKGGAKac Rmre2a HRKVLRDNI QGI T
GKGGAKac RHRme2s KVLRDNI QGI T
GKGGAKac RHRme2a KVLRDNI QGI T
GKGGAKac RHRKmel VLRDNI QGI T
GKGGAKac RHRKme2 VLRDNI QGI T
GKGGAKac RHRKme3 VLRDNI QGI T
GKGGAKac RHRKac VLRDNI QGI T
GKac GGAKac RHRKmel VLRDNI QGI T
GKac GGAKac RHRKme2 VLRDNI QGI T
GKac GGAKac RHRKme3 VLRDNI QGI T
GKac GGAKac RHRKac VLRDNI QGI T
GKGGAKRHRme2a Knel VLRDNI QGI T
GKGGAKRHRMe2a Kne2 VLRDNI QGI T
GKGGAKRHRme2a Kne3 VLRDNI QGI T
GKGGAKRHRre2a Kac VLRDNI QGI T
GKGGAKRHRM®2s Knel VLRDNI QGI T
GKGGAKRHRM™2s Kne2 VLRDNI QGI T
GKGGAKRHRMm2s Kne3 VLRDNI QGI T
GKGGAKRHRMm2s Kac VLRDNI QGI T
GKGGAKRHRKmel VLRe2aDNI QGI T
GKGGAKRHRKme2 VLRe2aDNI QGI T
GKGGAKRHRKm®e3 VLRe2aDNI QGI T
GKGGAKRHRKac VL Re2aDNI QGI T
GKGGAKRHRKmel VL Re2s DNI QGI T
GKGGAKRHRKme2 VL Re2s DNI QGI T
GKGGAKRHRKm®e3 VL Re2s DNI QGI T
GKGGAKRHRKac VL Re2s DNI QGI T
SGRGKQGGKARAKAKSRSS
PSGRGKQGGKARAKAKSRSS
SGRGKac QGGKARAKAKSRSS
SGRGKQGGKac ARAKAKSRSS
SGRGKQGGKARAKac AKSRSS
PSGRGKac QGGKARAKAKSRSS
PSGRGKQGGKac ARAKAKSRSS
PSGRGKQGGKARAKac AKSRSS
SGRGKac QGGKac ARAKAKSRSS
SGRGKac QGGKARAKac AKSRSS
SGRGKQGGKac ARAKac AKSRSS
PSGRGKac QGGKac ARAKAKSRSS
PSGRGKac QGGKARAKac AKSRS S
PSGRGKQGGKac ARAKac AKSRS S

Active Motif

to array
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1-19

1-19

1-19

1-19

1-19

1-19

1-19

1-19

Modl  Mod2 Mod 3 Mod 4
K5ac
K8ac
Kl2ac
Kl6ac
S1P  R3nme2s
S1P  R3ne2a
S1P K5ac
R3ne2s Kb5ac
R3ne2s K8ac
R3ne2a Kb5ac
R3ne2a K8ac
K5ac K8ac
K8ac  Kl2ac
K8ac  Kl6ac
Kl2ac Kil6ac
S1P R3nme2s Kbac
S1P R3nme2a Kbac
R3nme2s K5ac K8ac
R3ne2a K5ac K8ac
K5ac K8ac Kl2ac
K8ac Kl2ac Kl6ac
S1P R3me2s K5ac K8ac
S1P R3me2a Kbac K8ac
R3nme2s K5ac K8ac Kl2ac
R3ne2a K5ac K8ac Kil2ac
K5ac K8ac Kl2ac Klé6ac
unnod
Kl2ac
Kl6ac
R17me2s
Rl7nme2a
R19me2s
R19ne2a
K20mel
K20me2
K20me3
K20ac
R24nme2a
R24me2s
Kl2ac Kil6ac
Kl6ac R17me2s
Kl6ac Rl7ne2a
Kl6ac R19me2s
Kl6ac Rl9ne2a
Kl6ac K20mel
Kl6ac K20me2
Kl6ac K20me3
Kl6éac K20ac
Kl2ac Kl6ac K20nmel
Kl2ac Kl6ac K20me2
Kl2ac Kl6ac K20me3
Kl2ac Kl6ac K20ac

R19nme2a K20nmel
R19nme2a K20me2
R19nme2a K20me3
R19me2a K20ac
R19nme2s K20nmel
R19nme2s K20me2
R19nme2s K20me3
R19me2s K20ac
R24me2a K20nmel
R24me2a K20me2
R24me2a K20me3
R24me2a K20ac
R24me2s K20nmel
R24me2s K20me2
R24me2s K20me3
R24me2s K20ac

unnod

S1P

K5ac

K9ac

Kl13ac

S1P K5ac

S1P K9ac

S1P Kl3ac

K5ac K9ac

Ksac  Kl3ac

K9ac  Kl3ac

S1P Ksac  K9ac
S1P K5ac Kl3ac
S1P K9ac Kl3ac
K5ac K9ac Kl3ac
S1P K5ac  K9ac Kl3ac
unnod

K5ac

Kl2ac

S14P

Kl5ac

Ksac  Kl2ac

K5ac S14P

Ksac  Kl5ac
Kl2ac  S14P

N-terminus
free
free
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free
free
free
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free
free
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free
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Modification Peptide

number

373
374
375
376
377
378
379
380
381
382
383
384

location
P13
P14
P15
P16
P17
P18
P19
P20
P21
P22
P23
P24

Active Motif

MODified™ Histone Peptide Array*
Catalog Nos. 13001 & 13005

Peptide sequence to array
PDPAKSAPAPKKac GS Kac KAV T >
PDPAKSAPAPKKGpPSKac KAV T >
PDPAKac SAPAPKKac GpSKKAVT >
PDPAKac SAPAPKKac GSKac KAV T >
PDPAKac SAPAPKKGpPSKac KAV T >
PDPAKSAPAPKKac GpSKac KAV T >
PDPAKac SAPAPKKac GpSKac KAV T >
Bio AANWSHPQFEKAA >
EQKLI SEEDLA >
HAc >
K Knel Kne2 Kne3 Kac R Rme2s R Rme2a R Cit K Knel Kac K P
R Rme2s K Knel Kac R Rme2a Kme2 K Kne3 R Kmel Rme2s K Ki P

*CelluSpots™ arrays are manufactured under license by INTAVIS Bioanalytical Instruments AG

Active Motif Modified™ Histone Peptide Array 50f6

name Modl  Mod2
H2B 1-19 Kl2ac Klb5ac
H2B 1-19 S14P  Kil5ac
H2B 1-19 Ksac  Kl2ac
H2B 1-19 Ksac  Kl2ac
H2B 1-19 K5ac S14P
H2B 1-19 Kl2ac  S14P
H2B 1-19 Ksac  Kl2ac
Biotin, control peptide
c-myc tag

neg. contol
background 01
background 02

Mod 3 Mod 4  N-terminus

S14P
Kl5ac
Kl5ac
Kl5ac

S14P

Kl5ac

free
free
free
free
free
free
free
bi otinyl at ed

free

acetyl at ed

acetyl at ed

acetyl at ed
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A9 AI0OA11AI2A13A14A15A1I6A17TAI8AI9A20A21 A22 A23A24 0
Bil B12 B13 B14 B15 B16 B18 B19

Al A2 A3 A4 A5 A6 A7 A8 A9 AlL0 All Al2 A13

B2 B2 B3 B4 B5 B6 B7 B8 B9 B10 Bll Bl12 B13

Cl C2 C3 C4 C5 C6 C7 C8 C9 C10 C11 C12 C13

D1 D2 D3 D4 D5 D6 D7 D8 D9 D10 D11 D12 Di3

E1 E2 E3 E4 E5 E6 E7 E8 E9 E10 E11 E12 E13

F1 F2 F3 F4 F5 F6 F7 F8 F9 F10 Fl11 F12 Fi3

Gl G2 G3 G4 G5 G6 G7 G8 G9 G10 Gl11 Gi12 G13

H1 H2 H3 H4 H5 H6 H7 H8 H9 H10 H1l H12 Hi3

It 12 13 14 15 16 17 18 19 110 112 113

J1 J2 J3 J4 J5 J6 J7 J8 J9 J10 Ji1 J12 J13

K1 K2 K3 K4 K5 K6 K7 K8 K9 K10 K11 K12 Ki3

L1 L2 L3 L4 L5 L6 L7 L8 L9 L1I0O L11 L12 L13

M1 M2 M3 M4 M5 M6 M7 M8 M9 M10 M1l M12 M13

N1 N2 N3 N4 N5 N6 N7 N8 N9 NI10O N11 N12 Ni3

Ol 02 03 04 O5 06 O7 08 09 010 011 012 013
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